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Proteomic Forecast of Postoperative Prognosis of Pancreatic Cancer using
Formalin-Fixed Paraffin-Embedded Tissue.
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Background and Aims: This study aimed to identify the novel prognostic biomarker
using mass spectrometry (MS)-based proteomic analysis with formalin-fixed
paraffin-embedded (FFPE) tissue. Patients and methods: The two groups with poor
prognosis (n=4) and with better prognosis (n=4) had been carefully chosen among 96
resected cases of pancreatic cancer during 1998 to 2007 in Tohoku University Hospital.
Although those 2 groups had adjusted background (UICC-Stage 1IB, Grade2, RO,
gemcitabine adjuvant), there was a significant difference in postoperative mean survival
time (poor 21.0M, better 67.0M, P<0.05). Cancerous cells collected from FFPE tissue
by laser microdissection were processed for liquid chromatography/MS. Furthermore,
identified proteins were validated by the selective reaction monitoring (SRM)
quantitative analysis and immunohistochemical analysis. Results: Totally 1,229
proteins were identified and 170 candidate proteins selected by semi-quantitative
comparison were verified by SRM. In result, we identified 18 proteins overexpressed in
poor prognostic group. These proteins were validated in 96 cases by
immunohistochemical analysis. Discussion: Adjusting background, we could clarify
the target molecules related with biological aggressiveness. These candidate proteins
include the molecules that play a role in adhesion and migration of cells and progression
of cell cycle. Validation in the larger cohort can elucidate the practical prognostic
markers. Conclusion: We identified the 18 candidate postoperative prognostic
biomarkers for pancreatic cancer.




